1. Introduction {#s0005}
===============

Brain metastases (BM) are common in patients with non-small cell lung cancer (NSCLC) but how tumor genotype influences the risk of BM is not well characterized. [@b0005], [@b0010], [@b0015]. While multiple groups have reported high rates of BM in patients with EGFR+ tumors, these analyses have typically not taken into account the competing risk of death, have been unable to compare EGFR status to multiple other lung tumor genotypes, have been limited to patients with stage IV disease, and/or have been potentially confounded by delivery of active treatment with mutation-directed therapy [@b0020], [@b0025], [@b0030], [@b0035], [@b0040], [@b0045]. Multiple investigators have also examined the effect of other major genetic drivers such as KRAS and ALK on the likelihood of BM with variable results [@b0025], [@b0050], [@b0055], [@b0060], [@b0065], [@b0070], [@b0075].

Predicting which LA-NSCLC patients are most likely to develop BM may improve the ability of early therapy to often prevent or delay rapid deterioration in quality of life. The goal of the current study was to perform a competing risk analysis to investigate if genotype (EGFR, ALK, KRAS or none of the above) is associated with the likelihood of developing BM in a cohort of patients with LA-NSCLC treated without upfront mutation-directed therapies and to use the cumulative incidence of BM to inform a potential screening approach for patients at highest risk.

2. Materials & methods {#s0010}
======================

2.1. Patient selection {#s0015}
----------------------

An IRB-approved retrospective review of the medical record was performed for 255 consecutive patients with newly diagnosed LA-NSCLC, who received conventional radiation with curative intent (prescribed \>45 Gy) as part of standard of care combined modality therapy between 2002 and 2014 and met the following criteria [@b0005]: brain imaging at diagnosis [@b0010], tumor genotyping of EGFR, ALK and/or KRAS performed during their clinical course [@b0015], no upfront genotype-directed therapy and [@b0020] minimum follow up of 3 months.

All analyses were performed on both the full cohort as well as the subset of patients for whom follow-up brain imaging, after initial staging work-up, was available (n = 180). To investigate whether this subset of patients differed from those who did not have follow-up brain imaging, patient, disease and treatment characteristics between these two cohorts were compared by Fisher's exact test for categorical variables and by the Wilcoxon rank sum test for continuous variables.

2.2. Tumor genotyping {#s0020}
---------------------

Tumor genotyping for EGFR, KRAS and/or ALK was performed for all patients between 2005 and 2014 as part of routine clinical care. Briefly, DNA was isolated from paraffin-embedded tumor specimens carrying at least 50% tumor nuclei. For patients who underwent genotyping of EGFR or KRAS before 2014, mutational analysis was performed by direct Sanger sequencing and/or polymerase chain reaction with capillary gel electrophoresis using primers specific for codon 18--21 of EGFR and codon 12, 13 and 61 of the KRAS gene [@b0080]. The eight patients who had tumor genotyping performed in 2014 underwent genotyping by Oncopanel, a genomic assay to detect somatic mutations, copy number variations and structural variants in tumor DNA by surveying 200 cancer genes and 113 introns across 35 genes for detection of rearrangements using massively parallel sequencing with the solution-phase Agilent SureSelect hybrid capture kit and an Illumina HiSeq 2500 sequencer [@b0085]. Tumor genotyping for ALK was performed by Fluorescence In Situ Hybridization (FISH) using Vysis LSI ALK Dual color, Break Apart Rearrangement Probe (Abbott Molecular) except for in 6 patients who underwent immunohistochemistry alone and were deemed negative for the ALK oncogene by lack of over-expression.

Since the indications for and scope of genotyping changed during the follow-up period (e.g. development of ALK assays during a later period), not all patients were genotyped for all three oncogenes. Given that concurrent genetic aberrations in EGFR, KRAS and ALK are rare, case-reportable events, patients found to harbor ALK amplification or an activating mutation in EGFR or KRAS were analyzed as being negative for the other oncogenes when that information was missing [@b0090], [@b0095], [@b0100], [@b0105].

2.3. Covariates {#s0025}
---------------

Patient, disease and treatment characteristics were collected for each patient as possible clinical covariates. For EGFR+, KRAS+ or ALK+ patients, additional information collected included the date of genotyping and the timing of any molecularly targeted systemic therapies.

2.4. Follow-up {#s0030}
--------------

Patient follow-up after treatment completion was at the discretion of the treating providers, and per institutional standards typically involved clinical evaluation and chest CT with contrast every 3--6 months for 3 years, every 6 months for 2 years, and annually thereafter. More frequent imaging was performed to follow radiographic abnormalities. Brain imaging was not considered standard surveillance and was only performed for symptoms, known disease recurrence at another site or clinical trial enrollment. All brain MRIs were performed as standard high resolution post-contrast MRI brain scans on a 1.5 T or 3 T MRI scanner.

2.5. Outcomes {#s0035}
-------------

The primary outcome was diagnosis of first BM, defined as a new, enhancing lesion on brain MRI radiographically consistent with a brain metastasis. To examine how the development of BM fit within the overall disease trajectory, information about site and time of first distant metastasis (DM) as well as overall survival (OS) was also collected. Time to BM or DM was defined as the interval from date of first LA-NSCLC-directed therapy (including surgery, radiation or systemic therapy) to development of BM or the radiographic evidence of metastatic disease, respectively. OS was similarly defined from date of first LA-NSCLC-directed therapy to date of death.

For the time-to-BM analysis, patients who did not develop BM were censored using two different strategies: censoring at time of last negative brain imaging (including head CT) and censoring at time of last follow-up without symptoms of BM (regardless of intra-cranial imaging). For time-to-DM analysis, patients who did not develop DM were censored at the time of last negative CT imaging. For OS, patients who were alive at last known follow-up were censored at the last time known to be alive.

2.6. Competing risk analysis {#s0040}
----------------------------

To evaluate the associations between BM and patient demographics as well as disease characteristics, competing-risks regression was performed with death as a competing event [@b0110]. Variables with p \< 0.05 in the univariable analysis were included in the multivariable model. If overall disease stage and N stage were both significant, the variable with smaller p value was included in the multivariable model.

3. Results {#s0045}
==========

3.1. Patient, disease and treatment characteristics {#s0050}
---------------------------------------------------

The patient, tumor and treatment characteristics of the full cohort of patients included in this study as well as the 180 (71%) for whom follow-up brain imaging was available are shown in [Table 1](#t0005){ref-type="table"}. The 180 patients with follow-up imaging did not significantly differ from the 74 patients who did not have follow-up imaging across any of these characteristics except for those with follow-up imaging being significantly younger than those without follow-up imaging (median 61 years vs. 66 years, p = 0.0006).Table 1Patient, tumor and treatment characteristics for patients with LA-NSCLC treated with curative intent radiation as part of combined modality therapy (n = 255).All patients (n = 255)Subset with follow up brain imaging (n = 180)*Patient characteristics*Median age at start of treatment (yr^a^)64 (33--93)61 (33--86)GenderMale9637.6%7240.0%Female15962.4%10860.0%Performance Status012649.4%8848.9%111846.3%8245.6%2103.9%95.0%310.4%10.6%Smoking status at diagnosisNever5019.6%3720.6%Former12950.6%8446.7%Current7629.8%5932.8%  *Disease characteristics*HistologyAdenocarcinoma21785.1%15787.2%Adenosquamous41.6%31.7%NSCLC NOS^b^3413.3%2011.1%Pathology grade163.0%42.9%27135.5%4935.0%312361.5%8762.1%Unknown55--40--Disease StageIIA10.4%10.6%IIB10.4%10.6%IIIA16865.9%12066.7%IIIB8533.3%5832.2%Nodal stageN041.6%42.2%N193.5%84.4%N217769.4%12569.4%N36525.5%4323.9%  *Curative-intent treatment*All patients (n = 255)With brain imaging (n = 180)Pre-RT Chemotherapy3614.1%2413.3%Median RT^c^ dose (Gy^d^)60 (44--70)60 (44--70)SurgeryNone10641.6%6938.3%Wedge2911.4%2212.2%Lobectomy11444.7%8346.1%Pneumonectomy62.4%63.3%Post-RT Chemotherapy11745.9%8446.7%[^1]

Approximately 60% of patients underwent surgery as part of definitive management with lobectomy being the most common operation. Eighty-three percent of patients (n = 211) received chemotherapy concurrently with radiation. The majority (n = 96) of patients receiving additional chemotherapy after chemoradiation and/or surgery received a platinum doublet.

The distribution of tumor genotype is shown in [Table 2](#t0010){ref-type="table"}. Forty-three percent (n = 110) had alterations in one of the 3 genes evaluated for this study. There was no statistically significant difference in the distribution of tumor genotype between patients who had or were missing follow-up brain imaging.Table 2Distribution of tumor genotype.All patients (n = 255)With brain imaging (n = 180)EGFRPositive4216.7%3117.5%Negative20983.3%14682.5%Unknown4--3--  KRASPositive5927.8%4227.5%Negative15372.2%11172.5%Unknown43--27--  ALKPositive94.4%85.4%Negative19495.6%13994.6%Unknown52--33--

3.2. BM characteristics, treatment and outcomes {#s0055}
-----------------------------------------------

While most patients had a brain MRI at diagnosis, 21% (n = 54) had an initial head CT. All patients who had follow-up brain imaging had a follow-up brain MRI. Twenty-seven percent of patients (n = 70) had at least one BM during the 68-month median follow-up from initiating LA-NSCLC-directed therapy (range 3--146 months). A BM was the first documented site of metastatic disease in 61% of patients who developed BM (n = 43). Twenty-nine percent of patients who developed BM (n = 20) had a prior local-regional disease recurrence.

The impetus for follow-up brain imaging in patients found to have BM varied. Sixty-four percent (n = 45) had imaging due to symptoms concerning for intracranial disease, 21% (n = 15) had imaging in the context of other sites of disease progression, 6% (n = 4) had imaging to determine clinical trial eligibility and 9% (n = 6) had imaging as part of overall disease restaging. Of the patients who had symptoms leading to brain imaging, the most common presenting symptom was headache (38%, n = 17), followed by altered mental status (31%, n = 14) and dizziness or ataxia (27%, n = 12). Other presenting symptoms included changes in vision, new nausea, weakness, numbness, speech deficits or seizure.

The median number of intracranial lesions among patients with BM was 2 (range 1--30). All except 8 patients underwent brain-directed treatment with further details described in [Supplemental Table 1](#s0100){ref-type="sec"}. Eighty-three percent (n = 58) of patients with BM died during the follow-up period, at a median of 8 months after BM diagnosis (range 0--126 months).

3.3. Predictors of BM in the overall patient cohort {#s0060}
---------------------------------------------------

A competing risk analysis of time to BM, with death as a competing event, was performed to determine the risk of BM across various patient subgroups. [Table 3](#t0015){ref-type="table"} shows the association of patient and disease factors with the likelihood of BM across the complete patient cohort (n = 255). On univariate analysis, age \<65, N3 nodal status and EGFR+ were associated with increased risk of BM. ALK and KRAS status were not associated with risk of BM. Twenty four percent of patients with EGFR wild-type tumors versus 45% of patients with EGFR+ tumors developed BM (HR 1.9, 95%CI 1.16--3.10, p = 0.01). A multivariate model showed that the effect of EGFR mutation and advanced nodal stage continued to be strongly associated with BM (EGFR: HR 2.04, 95%CI 1.22--3.39, p = 0.006; N stage: HR 1.92, 95%CI 1.15--3.20, p = 0.01) while age became only borderline significant (p = 0.05).Table 3Association of clinical factors with risk of brain metastasis in the complete patient cohort.n^a^w/^b^Brain MetUnivariable ModelMultivariable ModelHR^c^95% CI^d^pHR95% CIpAge≤6515233% (50)Ref^e^--0.03Ref--0.05\>6510319% (20)0.560.33--0.930.60.35--1.00GenderFemale15926% (42)Ref--0.56------Male9629% (28)1.160.71--1.87------Smoking statusNever5036% (18)Ref0.49------Former12926% (34)0.760.45--1.30------Current7624% (18)0.710.37--1.34------HistologyAdenocarcinoma21728% (60)Ref--0.94------Other3826% (10)0.980.50--1.92------Disease stageIIA/IIB/IIIA17026% (44)Ref--0.37------IIIB8531% (26)1.250.77--2.03------N stageN0-N219024% (46)Ref--0.03Ref0.01N36537% (24)1.731.05--2.841.921.15--3.20EGFR mutantNo20924% (50)Ref--0.01Ref0.006Yes4245% (19)1.91.16--3.102.041.22--3.39Unknown425% (1)--------KRAS mutantNo15329% (45)Ref--0.67------Yes5925% (15)0.880.49--1.59------Unknown4323% (10)----------ALK mutantNo19429% (57)Ref--0.25------Yes911% (1)0.320.05--2.20------Unknown5223% (12)----------[^2]

[Fig. 1](#f0005){ref-type="fig"} shows the cumulative incidence of BM in patients with and without EGFR mutations. The 3-year BM rate was 23% in EGFR wild-type tumors vs. 33% in EGFR+ tumors. The 5-year BM rate was 24% EGFR wild-type tumors vs. 44% in EGFR+ tumors. In contrast, the cumulative incidence of death was significantly higher in patients with EGFR wild-type tumors, both at 3-years (37% vs. 14%) and at 5-years (46% vs. 20%). Of note, patients with EGFR+ tumors had significantly longer median survival after diagnosis of brain metastasis (29 vs. 7.5 months, p = 0.0019).Fig. 1Cumulative incidence of brain metastasis or death by EGFR genotype. Solid lines illustrate the proportion of patients in the overall cohort who developed brain metastasis during follow-up from the start of definitive therapy for their locally advanced NSCLC. Dashed lines illustrate the proportion of patients who died during this time.

3.4. Predictors of BM in the subset with follow-up imaging {#s0065}
----------------------------------------------------------

Seventy-one percent of patients in the overall cohort (n = 180) had at least one brain MRI after initial staging scans. To address the possibility that the patients who did not have follow-up brain imaging were skewing the overall analysis, a competing risk analysis of time to BM with death as a competing event was also performed in the subset of patients who had at least one brain MRI after initial staging scans. [Table 4](#t0020){ref-type="table"} shows the association of various patient and disease factors with the likelihood of subsequent detected BM in patients with follow-up brain MRI. On univariate analysis, N3 nodal status and EGFR mutation continued to be associated with increased risk of BM, while younger age was no longer associated. A multivariate model confirmed the association of both variables with the risk of BM (N stage: HR 2.19 95%CI 1.32--3.64, p = 0.003; EGFR: HR 1.91, 95%CI 1.17--3.13, p = 0.01). ALK and KRAS status continued to show no association with risk of BM.Table 4Association of clinical factors with risk of brain metastasis in the patient cohort with follow-up brain imaging.n^a^w/^b^Brain Met by ImagingUnivariable ModelMultivariable ModelHR^c^95% CI^d^pHR95% CIpAge≤6511643% (50)Ref^e^--0.12------\>656431% (20)0.660.39--1.12------GenderFemale10839% (42)Ref--0.9------Male7239% (28)0.970.60--1.57------Smoking statusNever3749% (18)Ref0.7------Former8440% (34)0.940.56--1.58------Current5931% (18)0.770.41--1.44------HistologyAdenocarcinoma15738% (60)Ref--0.55------Other2343% (10)1.240.62--2.46------Disease stageIIA/IIB/IIIA12236% (44)Ref--0.35------IIIB5845% (26)1.260.77--2.04------N stageN0-N213734% (46)Ref--0.009Ref0.003N34356% (24)1.951.18--3.212.191.32--3.64EGFR mutantNo14634% (50)Ref--Ref0.01Yes3161% (19)1.741.09--2.780.021.911.17--3.13Unknown333% (1)--------KRAS mutantNo11141% (45)Ref--------Yes4236% (15)0.860.47--1.570.63------Unknown2737% (10)----------ALK mutantNo13941% (57)Ref--------Yes813% (1)0.230.03--1.550.13------Unknown3336% (12)----------[^3]

3.5. Distant metastasis-free survival {#s0070}
-------------------------------------

To examine if the association of EGFR mutations and BM was simply the result of EGFR mutations being negatively prognostic in this patient cohort, the relationship between various patient and disease factors with distant metastasis-free survival was also examined ([Supplemental Table 2](#s0100){ref-type="sec"}). In this analysis the presence of EGFR mutation was protective against death or distant metastasis (69% vs. 79%, p = 0.02).

3.6. BM as the first site of metastatic disease {#s0075}
-----------------------------------------------

The relationship between various patient and disease factors and BM as the first site of metastatic disease was examined by a competing risk analysis for first BM with other metastasis or death as a competing risk ([Supplemental Table 3](#s0100){ref-type="sec"}). While age \<65 and advanced nodal status were both associated with early BM, EGFR status (as well as KRAS status) did not show a significant association.

A similar analysis was also performed for BM as the first site of metastatic disease in the subset of patients for whom follow-up brain imaging was available ([Supplemental Table 4](#s0100){ref-type="sec"}). Advanced nodal stage was the only factor which showed a significant association.

3.7. The use of targeted therapy in patients with EGFR mutation {#s0080}
---------------------------------------------------------------

Of the 42 patients found to have an EGFR mutation, 74% (n = 31) received EGFR-directed therapy at any point between genotyping and last follow-up. Given the era of this study, erlotinib was used in all cases except for 2 patients receiving gefitinib, 2 receiving afatinib and 1 receiving vandetanib. Fifty-five percent (n = 17) of patients taking EGFR-directed therapy developed BM (vs. 22% of patients who did not receive targeted therapy). Among the 14 patients carrying EGFR+ NSCLC who received targeted therapy but did not develop BM, 6 received EGFR-targeted therapy after the last brain MRI showed no evidence of BM.

Of the 17 patients who received targeted therapy and developed BM, 29% (n = 5) were started on this therapy after diagnosis with BM while 71% (n = 12) were started on this therapy before BM diagnosis. The median time lapse from starting EGFR-directed therapy to diagnosis of BM in patients who were treated with targeted therapy before BM was 20 months (range 4--51 months).

4. Discussion {#s0085}
=============

The primary finding of the current study is that patients with locally advanced EGFR+ adenocarcinoma of the lung are at higher risk of developing BM, independent of their relatively lower competing risk for death. While others have previously reported a correlation between EGFR+ and increased likelihood of BM, this is the first study to account for the competing risk of death and specifically look at patients with LA-NSCLC treated with combined modality therapy (largely Stage III) [@b0040], [@b0020], [@b0025], [@b0030]. Given that one-third of patients with EGFR+ LA-NSCLC developed BM within 3 years of initiating definitive therapy and almost half of these patients developed BM within 5 years, our findings provoke the question of whether a diagnostic or therapeutic intervention may improve outcomes in this selected cohort.

One possible intervention that could be considered would be prophylactic cranial irradiation (PCI) in patients with locally advanced EGFR+ NSCLC. Three randomized studies have looked at the role of PCI in unselected Stage III NSCLC patients in the modern era treated in a multi-institutional setting with all three having slower than expected accrual and showing variable benefits [@b0115], [@b0120], [@b0125]. A systematic review and meta-analysis including the two older studies as well as four additional trials from an earlier era also suggested that PCI decreases the risk of developing BM without an improvement in OS [@b0130]. None of these studies included follow-up brain imaging unless symptoms suggestive of BM were present.

It is well documented that the decrease in BM risk with PCI is accompanied by the potential for significant neurocognitive toxicity [@b0135], [@b0140]. Given the lack of overall survival benefit, PCI would still likely result in over-treatment. This is particularly true in the era of modern EGFR-directed tyrosine kinase inhibitors (TKIs) and stereotactic radiation therapy which can often effectively act as first line BM treatment while sparing patients the neurocognitive effects of whole brain radiation [@b0145], [@b0150], [@b0155], [@b0160].

An alternative approach may be suggested by the extensive-stage small cell lung cancer (ES-SCLC) literature where a phase 3 study from Japan showed that systematic MRI surveillance negated any benefit of PCI in improving survival [@b0165]. Several single institution retrospective studies have also suggested a benefit to brain MRI surveillance in NSCLC, but randomized data are lacking [@b0170], [@b0175].

In determining how to design a trial to investigate the question of whether brain MRI surveillance may be helpful in EGFR+ NSCLC, two important variables would be the interval of brain MRIs after upfront therapy and the appropriate intervention at the time of identifying new BM. Based on the current study, it appears the risk of BM rises most rapidly from 1 year after initiating definitive therapy through 5 years. As a result, we would suggest surveillance brain MRI every 6 months, beginning at a year after treatment initiation and ending at 5 years.

Multiple studies have shown that with a limited burden of intracranial disease, stereotactic radiosurgery (SRS) is an excellent option to promote local disease control with a favorable side effect profile. The efficacy of this approach has been particularly well characterized in the context of EGFR+ or ALK+ NSCLC BM [@b0145], [@b0150], [@b0155], [@b0180], [@b0185], [@b0190]. How SRS would best be combined with TKIs is also under active investigation. One recent study has suggested that upfront EGFR-directed therapy and deferral of SRS is associated with inferior OS in TKI-naïve patients, suggesting SRS followed by EGFR-directed therapy may be the optimal treatment paradigm [@b0160]. However, there are several important caveats to this study. Specifically, patients were treated in the pre-osimertinib era when the efficacy of EGFR-directed therapy may have been somewhat less than what is now standard-of-care. In addition, the number of TKI-naïve EGFR+ NSCLC patients who develop BM may be a shrinking cohort going forward. At our institution, for TKI-naïve patients with limited, asymptomatic, new intracranial disease, our practice is to initiate EGFR-directed therapy with short interval follow-up brain MRI to assess for disease response with a low threshold for salvage SRS in the setting of progression.

While our work helps provide a foundation for the next generation of studies investigating how best to manage patients with EGFR+ NSCLC, we acknowledge several limitations of our study. One limitation is that 21% of patients had a CT head at baseline which could lead to downstaging at diagnosis. Another limitation is our inability to draw definitive conclusions regarding the role of ALK+ status in risk of BM given the low number of patients with this mutation in our patient cohort. Similarly, while BM are commonly seen in ALK-rearranged (ALK+) NSCLC, it is not clear if BM are more common in this subgroup than in other genetic subtypes of disease [@b0025], [@b0065], [@b0070], [@b0075]. In addition, given that patients included in this study were treated between 2002 and 2014, the effect of the latest generation of EGFR-directed therapies, such as osimertinib, were not able to be evaluated. However, we have been able to demonstrate that patients with EGFR+ LA-NSCLC have a significantly higher likelihood of developing BM compared to patients with EGFR wild type tumors, independent of their longer overall survival. In this context, patients with EGFR+ tumors may benefit from prospective evaluation of whether routine surveillance with brain MRI improves quality of life by allowing early initiation of salvage targeted systemic- and/or radiation-based therapies.
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The following are the Supplementary data to this article:Supplementary data 1

Supplementary data to this article can be found online at <https://doi.org/10.1016/j.ctro.2019.06.008>.

[^1]: **Key:** a) yr-year, b) NSCLC NOS-non small cell lung cancer not otherwise specified, c) RT-radiation, d) Gy-gray.

[^2]: *Key:* a) n-number, b) w/-with, c) HR-hazard ratio, d) CI-confidence interval, e) Ref-reference, i.e. 1.0.

[^3]: *Key:* a) n-number, b) w/-with, c) HR-hazard ratio, d) CI-confidence interval, e) Ref-reference, i.e. 1.
